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L54 


L6 and 143 


0 


L54 


L53 


143 and L52 


0 


L53 


L52 


L3 with 132 


4 


L52 


L51 


12 with 132 


1 


L51 


L50 


11 with 132 


2 


L50 


L49 


143 and 146 


0 


L49 


L48 


143 and L47 


2 


L48 


L47 


L44 and 116 


9 


L47 


L46 


L45 and 116 


4 


L46 


L45 


BAF 170 or BAF170 


8 


L45 


L44 


BAF 155orBAF155 


11 


L44 


L43 


L42 adj 18 


5234 


L43 


L42 


testing 


490583 


L42 


L41 


test$ 


1399507 


L41 


L40 


BRG1 and BAF 155 


1 


L40 


L39 


L37 and 11 


4 


L39 


L38 


L135 and 137 


0 


L38 


L37 


L7 same 113 


12 


L37 


L36 


114 and L35 


0 


L36 


L35 


L34 same 132 


43 


L35 


L34 


116 same L33 


849 


L34 


L33 


transcription factor 


15386 


L33 


L32 


dna binding domain 


7039 


L32 


L31 


L28 and 123 


0 


L31 


L30 


L28andll9 


6 


L30 


L29 


L28 and 121 


1 


L29 


L28 


LI 4 and 126 


9 


L28 


L27 


113 andL26 


85 


L27 


L26 


17 adj 18 


21272 


L26 


L25 


L23 and 11 


0 


L25 


L24 


118andL23 


0 


L24 


L23 


121 adj L22 


21 


L23 
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L22 


helix-turn-helix or helix loop helix 


1314 


L22 


L21 


leucine zipper motif 


444 


L21 


L20 


luecine zipper motif 


0 


L20 


L19 


zinc finger domain 


715 


L19 


L18 


LI 7 and 18 


7 


L18 


L17 


115 andL16 


7 


L17 


L16 


regulatory protein 


6622 


L16 


L15 


L14 and 11 


9 


L15 


L14 


110 same 113 


21 


L14 


L13 


111 same 112 


213 


L13 


L12 


remodel$ 


12396 


L12 


Lll 


chromatin 


4009 


Lll 


L10 


assay$ 


180595 


L10 


L9 


L7 same 18 same 16 


1 


L9 


L8 


compound or drug or agent 


3225347 


L8 


L7 


identify$ 


538852 


L7 


L6 


chromatin remodeling complex 


45 


L6 


L5 


11 with 12 


1 


L5 


L4 


11 withL3 


3 


L4 


L3 


BRM 


1289 


L3 


L2 


E-RC1 


3 


L2 


LI 


SWI/SNF 


90 


LI 
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L31 


LI with 129 


4 


L31 


L30 


11 with L29 


4 


L30 


L29 


assay? 


97491 


L29 


L28 


LI near 16 


2 


L28 


L27 


LI 7 adj 12 


0 


L27 


L26 


L16 adj 12 


0 


L26 


L25 


LI 5 adj 12 


0 


L25 


L24 


LI with 12 


10 


L24 


L23 


121 near 11 


4 


L23 


L22 


11 near L21 


4 


L22 


L21 


subunit 


41845 


L21 


L20 


L17 adj 11 


0 


L20 


L19 


L16 adj 11 


0 


L19 


LI 8 


L15 adj 11 


0 


L18 


L17 


controll? 


1269 


LI 7 


L16 


regulat? 


306171 


L16 


L15 


modulat? 


143843 


LI 5 


L14 


leucine zipper motif 


444 


L14 


L13 


helix -turn-helix or helix loop helix 


1314 


L13 


L12 


zinc finger 


3434 


L12 


Lll 


regulatory protein 


6622 


Lll 


L10 


transcription factor 


15386 


L10 


L9 


DNA binding domain 


7039 


L9 


L8 


BAF 170 


1 


L8 


L7 


BAF 155 


1 


L7 


L6 


BRG1 


59 


L6 


L5 


BRM 


1289 


L5 


L4 


E-RC1 


3 


L4 


L3 


ISWI 


33 


L3 


L2 


SWI/SNF 


90 


L2 


LI 


chromatin remodeling complex 


45 


LI 
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